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deterioration by regulating macrophage 
polarization in mouse models of type 1 diabetes
Sunyue He1, Yuchen Zhao1, Guoxing Wang1, Qiaofang Ke1, Nan Wu1, Lusi Lu1, Jiahua Wu1, Shuiya Sun1, 
Weihua Jin3, Wenjing Zhang1* and Jiaqiang Zhou1,2*    

Abstract 

Background  Pancreatic beta cell dysfunction and activated macrophage infiltration are early features in type 1 
diabetes pathogenesis. A tricarboxylic acid cycle metabolite that can strongly activate NF-E2-related factor 2 (Nrf2) in 
macrophages, itaconate is important in a series of inflammatory-associated diseases via anti-inflammatory and anti-
oxidant properties. However, its role in type 1 diabetes is unclear. We used 4-octyl itaconate (OI), the cell-permeable 
itaconate derivate, to explore its preventative and therapeutic effects in mouse models of type 1 diabetes and the 
potential mechanism of macrophage phenotype reprogramming.

Methods  The mouse models of streptozotocin (STZ)-induced type 1 diabetes and spontaneous autoimmune diabe-
tes were used to evaluate the preventative and therapeutic effects of OI, which were performed by measuring blood 
glucose, insulin level, pro- and anti-inflammatory cytokine secretion, histopathology examination, flow cytometry, 
and islet proteomics. The protective effect and mechanism of OI were examined via peritoneal macrophages isolated 
from STZ-induced diabetic mice and co-cultured MIN6 cells with OI-pre-treated inflammatory macrophages in vitro. 
Moreover, the inflammatory status of peripheral blood mononuclear cells (PBMCs) from type 1 diabetes patients was 
evaluated after OI treatment.

Results  OI ameliorated glycemic deterioration, increased systemic insulin level, and improved glucose metabolism in 
STZ-induced diabetic mice and non-obese diabetic (NOD) mice. OI intervention significantly restored the islet insulitis 
and beta cell function. OI did not alter the macrophage count but significantly downregulated the proportion of M1 
macrophages. Additionally, OI significantly inhibited MAPK activation in macrophages to attenuate the macrophage 
inflammatory response, eventually improving beta cell dysfunction in vitro. Furthermore, we detected higher IL-1β 
production upon lipopolysaccharide stimulation in the PBMCs from type 1 diabetes patients, which was attenuated 
by OI treatment.

Conclusions  These results provided the first evidence to date that OI can prevent the progression of glycemic dete-
rioration, excessive inflammation, and beta cell dysfunction predominantly mediated by restricting macrophage M1 
polarization in mouse models of type 1 diabetes.
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Introduction
Type 1 diabetes is a progressive autoimmune disease 
characterized by inflammatory cell infiltration into islets 
and subsequently results in absolute insulin deficiency 
(Eizirik et  al. 2009; Lucier and Weinstock 2022). Auto-
immunity pathogenesis is difficult to reverse once the 
progression to type 1 diabetes begins. There has been 
much focus in the past decade on new approaches such 
as islet allografting (Pepper et al. 2018; Ridler 2016), gene 
therapy (Chellappan et al. 2018), stem cell therapy (Chen 
et al. 2020), and immunotherapies (Ni et al. 2019). How-
ever, these therapies are limited due to various reasons 
and have not been widely applied or promoted in clinical 
practice. On this note, a new paradigm targeting multiple 
pathogenic pathways is urgently needed for preventing or 
treating type 1 diabetes.

The autoimmune response triggering type 1 diabetes 
relies on the crosstalk between pancreatic beta cells and 
the immune system. Histology insulitis results obtained 
from experimental models of type 1 diabetes and type 
1 diabetes patients demonstrate that macrophages and 
dendritic cells are the first cells that infiltrate into the 
islets (Nagy et  al. 1989; Dahlén et  al. 1998; Jörns et  al. 
2014; Walker et  al. 1988; Hanenberg et  al. 1989). Mac-
rophage polarization is defined into two broad subsets: 
the classically activated M1 macrophages and alterna-
tively activated M2 macrophages. The M1-type mac-
rophages initiate insulitis and beta cell destruction 
whereas the M2-type macrophages suppress the immune 
response and are protective against type 1 diabetes (Espi-
noza-Jiménez et al. 2012). Therefore, the balance between 
M1 and M2 macrophage activation and polarization is 
crucial for disease progression.

The cellular metabolic adaptation to immune 
responses, immunometabolism is important in regulating 
the immune function of cells (Diskin and Palsson-McDer-
mott 2018). Metabolic reprogramming is important in 
macrophage phenotype transition. Increased glycolysis 
and decreased oxidative phosphorylation are the main 
metabolic characteristics of M1-type macrophages (Tor-
res et  al. 2016). Alongside the enhanced glycolysis, tri-
carboxylic acid (TCA) cycle interruption is another 
significant characteristic of inflammatory macrophages, 
where metabolic intermediates accumulate and function 
as regulatory mediators of inflammatory responses (Ryan 
et al. 2019; Murphy and O’Neill 2018).

A derivative diverted from the TCA cycle, itaconate 
has recently become the focus of the immunometabo-
lism field due to its anti-inflammatory properties that 
negatively regulate cytokine production and the inflam-
matory response (Mills et  al. 2018). In accumulating 
studies, it was reported that itaconate is important in 
inflammatory-associated diseases via anti-inflammatory 

and antioxidant properties, such as acute lung injury 
(Xin et  al. 2021; Li et  al. 2020; Liu et  al. 2021), autoim-
mune hepatitis (Yang et al. 2022), vitiligo (Xie et al. 2022), 
ischemia–reperfusion injury (Yi et  al. 2020; Cordes 
et al. 2020), osteoclast-related diseases (Sun et al. 2019), 
cancer (Zhan et  al. 2022), and renal fibrosis (Tian et  al. 
2020). The functions attributed to itaconate predomi-
nantly include aerobic glycolysis inhibition and tran-
scription factor NF-E2-related factor 2 (Nrf2) activation 
(Mills et al. 2018; Liao et al. 2019). Notably, Nrf2 signal-
ing activation contributed to ameliorating inflammation-
mediated autoimmune disorders. Recently, it was proven 
that systemic activation of Nrf2 signaling delayed the 
onset of type 1 diabetes in spontaneous non-obese dia-
betic (NOD) mice (Yagishita et al. 2019), which suggested 
that Nrf2 is a potential target for preventing and treat-
ing type 1 diabetes. The cell-permeable itaconate deriva-
tive 4-octyl itaconate (OI) inhibited proinflammatory 
cytokine production in macrophages and reprogrammed 
them into an M2-like phenotype with a significant anti-
inflammatory property (Lampropoulou et al. 2016; Tang 
et  al. 2018). However, the effect of OI on inflammation 
in type 1 diabetes remains unclear. The critical effect of 
macrophage phenotype transition in innate immunity 
and the strong influence of OI on immune responses 
through Nrf2 activation prompted this investigation 
of the use of OI as a preventative, or even therapeutic, 
modality to deter type 1 diabetes progression in mouse 
models and exploration of the potential mechanism of 
macrophage phenotype reprogramming.

Materials and methods
Animals
Six-week-old male C57BL/6 mice (19–22 g) and 4-week-
old female NOD mice (15–18 g) were obtained from the 
Model Animal Research Center (Nanjing, China). All 
mice were housed in a standard 12-h light–dark cycle 
and had free access to a normal chow diet with water 
ad libitum. The animal experiments were performed fol-
lowing national and institutional guidelines for the care 
and use of animals.

Type 1 diabetes models and OI treatment
A male C57BL/6 mouse model of type 1 diabetes was 
established by multiple low doses of streptozotocin (STZ) 
(ESM Methods: Type 1 diabetes induction). In the pre-
vention mouse model, OI (25  mg/kg, China) was dis-
solved in 2-hydroxypropyl-β-cyclodextrin (HBPCD, 45% 
wt/vol, China) in PBS and administered intraperitoneally 
5 days before the first STZ dose and for 6 weeks (Fig. 1A). 
The OI and STZ injections were administered 3 h apart.

To confirm the effect of OI on diabetes prevention, 
the incidence of spontaneous autoimmune diabetes was 
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assessed in female NOD mice. OI or HBPCD (control, 
CTR) was administered intraperitoneally once daily for 
up to 42 weeks (starting at the age of 4 weeks).

To investigate whether OI could reverse the hypergly-
cemia in type 1 diabetes, the STZ-induced diabetic mice 
received OI daily, which was initiated after hyperglyce-
mia onset and continued for 12 weeks (Fig.  4A).

Glucose tolerance test (GTT)
All C57BL/6 mice underwent the oral GTT (OGTT). 
Briefly, after overnight fasting with water ad  libitum, 
mice were gavaged with a glucose solution in saline (1 g/
kg using 20% dextrose solution).

The NOD mice underwent the intraperitoneal GTT 
(ipGTT). Briefly, after overnight fasting with water 
ad libitum, the mice were injected intraperitoneally with 
a glucose solution in saline (2  g/kg using 20% dextrose 
solution).

The blood glucose level from the tail vein was meas-
ured at baseline and at 15, 30, 60, and 120  min after 
glucose administration using a OneTouch Ultra blood 
glucose analyzer.

Histological analysis
The mouse pancreases were paraffin-embedded and 
sectioned to 4  μm thickness. The sections were stained 
with Mayer’s hematoxylin to evaluate the mononuclear 
cell infiltration in the islets (ESM Methods: Insulitis 
score). For the TUNEL assay, the sections were stained 
with TUNEL assay (In Situ Cell Death Detection Kit, 
Roche). For immunofluorescence staining, the sections 
were assayed with DAPI as a counterstain. The pri-
mary antibodies are listed in Additional file 1: Table S1. 
Immunohistochemical analysis of inducible nitric oxide 
synthase (iNOS), F4/80, high-mobility group box 1 pro-
tein (HMGB1), and Nrf2 was performed as previously 
described (Yang et  al. 2022). The relative content and 
positive cells in the islets were determined by ImageJ.

Islet isolation and proteomics
The mouse pancreatic islets were isolated by collagenase 
type V digestion and purified using a density gradient 
as described previously (O’Dowd and Stocker 2020). 
The islets were washed in Hanks’ balanced salt solution 

(HBSS) and carefully hand-selected. The islet proteomics 
analysis in this study was performed by Jingjie PTM Bio-
Labs (Hangzhou, China) (ESM Methods: Proteomics). To 
analyze the proteomics data, we used Venn diagrams and 
Mfuzz analysis to better visualize and identify the dif-
ferentially expressed proteins (DFEs) between the three 
groups. To investigate the effect of OI on STZ-induced 
diabetes, we created a volcano plot and heat map of the 
pancreatic beta cell function in the STZ and OI groups. 
Moreover, we used the KEGG pathway database to anno-
tate the DFEs pathways.

Cell isolation and culture
Spleen and pancreatic lymph nodes (PLNs) were 
mechanically disassociated and passed through a 40-μm 
cell strainer to harvest single-cell suspensions. Spleno-
cytes were acquired after removing erythrocytes with 
red blood cell (RBC) lysis buffer. Peritoneal macrophages 
were isolated from the control and STZ mice by i.p. injec-
tion of 2  ml 3% thioglycolate per mouse for 2 consecu-
tive days. On day 4, the cells were harvested by peritoneal 
lavage of 10  ml DMEM containing 0.1% penicillin and 
streptomycin. After 10-min centrifugation at 400×g, the 
cells were washed with PBS once, resuspended in culture 
medium, and seeded in 6-well plates at 5 × 106 cells/well. 
After adherence overnight in the incubator, non-adher-
ent cells were removed by washing with PBS and changed 
to fresh medium before the intervention. Murine MIN6 
beta cells were cultured in DMEM containing 10% FBS, 
50 μM β-mercaptoethanol, and 0.1% penicillin and strep-
tomycin. Peripheral blood mononuclear cells (PBMCs) 
were isolated from a 5  ml fresh whole blood sample 
using density gradient separation with Histopaque®-1077 
(Sigma Aldrich). The cells were then plated in 12-well 
plates at 5 × 107 cells/well. After adhering for 3 h in the 
incubator, the PBMCs that failed to adhere were removed 
by washing with cold PBS and changed to fresh medium 
before the intervention.

Flow cytometry
The macrophage phenotype in the mouse PLNs was eval-
uated by flow cytometry using the following antibodies: 
CD16/32, CD45, CD11b, CD206 (all from BioLegend), 
and CD11c (Ebioscience). After 20-min blocking with 
CD16/32 at 4 °C, the surface markers were subsequently 

(See figure on next page.)
Fig. 1  OI prevented glycemic deterioration, improved glucose metabolism and restored systemic inflammation in STZ-induced diabetes. A 
Schematic representation of the experimental protocol. B Mouse body weight change (n = 15–19 mice per group). C Random blood glucose 
measurements were performed throughout the study (n = 15–19 mice per group). D Week 5 OGTT results. E The AUC from the OGTT results in D 
(n = 6–13 mice per group). F Fasting blood glucose (n = 15–18 mice per group). G Fasting serum insulin concentration (n = 8 mice per group). H 
HOMA-β index (n = 7–8 mice per group). I Islet quantity from the mouse pancreas (n = 6–8 mice per group). J–O Serum cytokine concentrations 
(n = 5–8 mice per group). P The proportion of neutrophils (Neu) and lymphocyte (Lym) in mouse peripheral blood (n = 12–17 mice per group). All 
values are shown as the mean ± SEM. *p < 0.05, **p < 0.01, ***p < 0.001, and ****p < 0.0001. CTR, control
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Fig. 1  (See legend on previous page.)
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stained for 30 min at 4  °C. The cells were acquired on a 
BD LSRFortessa and analyzed by FlowJo. The data were 
first gated on live cells through viability dye, then further 
gated according to the required analysis.

Glucose‑stimulated insulin secretion (GSIS)
Peritoneal macrophages were obtained by peritoneal 
lavage. MIN6 cells were co-cultured with inflammatory 
macrophages or OI-pretreated macrophages for 24  h in 
transwell chambers (12-well plates) containing 0.4-μm 
pore filters (Fig. 7H). The MIN6 cells were washed with 
pre-warmed PBS, then pre-incubated in pre-warmed 
KRB containing 2.8  mM glucose for 0.5  h in a humidi-
fied atmosphere of 5% CO2 at 37  °C. Subsequently, the 
cells were incubated with pre-warmed KRB containing 
either 2.8 mM or 25 mM glucose for another 1 h. The col-
lected supernatant was centrifuged at 400×g for 10 min 
to remove cells and debris. Then, the insulin content was 
measured using an ELISA kit (Ezassy, China) following 
the manufacturer’s instructions and normalized with the 
protein content.

Participants
Nine non-diabetes participants aged > 18  years were 
included in the study. Ten type 1 diabetes patients were 
recruited from the diabetic ward of Sir Run Run Shaw 
Hospital of Zhejiang University. The patients comprised 
eight men and two women (mean age: 41.7 ± 15.2 years). 
Of these, 3 patients presented positive auto-immunity 
antibody. All patients were accompanied by ketosis or 
ketoacidosis. The fasting C-peptide in type 1 diabetes 
patients was below the lower limit of normal range. The 
clinical characteristic of the type 1 diabetes patients is 
summarized in Additional file 1: Table S3.

Peripheral blood mononuclear cell (PBMC) stimulation
The PBMCs from non-diabetes participants and type 
1 diabetes patients were pre-treated with 125  μM OI 
or NT for 2  h, followed by treatment with 200  ng/ml 
lipopolysaccharide (LPS), 125  μM OI + 200  ng/ml LPS 
(OI + LPS), or NT for another 24 h. The collected super-
natant was centrifuged at 400×g for 10  min to remove 
cells and debris, and the cytokine concentrations were 
analyzed with an ELISA kit (Multisciences, China) fol-
lowing the manufacturer’s instructions.

Statistical analysis
The data are expressed as the mean ± SEM for animal 
experiments or mean ± SD for cell experiments. The 
number of independent animal experiments is shown in 
the related figure legends, where n refers to the number 
of mice per group. All cell experiments were repeated 
at least three times. Statistical differences were analyzed 

using Student’s t-test and analysis of variance (ANOVA) 
(GraphPad Prism 9). A p-value < 0.05 indicated statistical 
significance. The difference in diabetes onset incidence 
between two groups of NOD mice was determined using 
the Mantel-Cox log-rank test.

Results
OI intervention improved glucose metabolism in mouse 
models of type 1 diabetes
In the prevention mouse model, OI was started 5  days 
before the first STZ dose and was administered for 
6  weeks. Although the animals receiving OI exhibited 
similar body weight gain to the STZ-induced diabetic 
mice at the end of the study (Fig. 1B) OI prevented glyce-
mic deterioration and improved the islet quantity of the 
animals that received STZ (Fig. 1C, I). During the OGTT, 
the OI mice exhibited significantly lower blood glucose 
levels than the STZ-alone mice at all time points (Fig. 1D, 
E). The improved glucose tolerance in the OI group was 
primarily attributed to the elevated plasma insulin level 
(Fig. 1G). Importantly, we did not detect adverse effects 
or liver and kidney function impairment after OI treat-
ment (Additional file  1: Figures  S1, S2). Besides, the 
spontaneous autoimmune diabetes model was used for 
further study. Five of 14 control NOD mice developed 
diabetes at 14–41 weeks of age. In contrast, none of the 
OI intervention mice were diabetic by the end of the 
study, which was significantly different (p = 0.012, Man-
tel-Cox log-rank test) (Fig.  3A). During the ipGTT, the 
NOD mice maintained on OI administration had better 
glucose homeostasis than the control NOD mice (Fig. 3B, 
C). The serum insulin level was significantly increased 
in the NOD mice with OI intervention compared to the 
control (Fig. 3D). To investigate whether OI could reverse 
the hyperglycemia in type 1 diabetes, OI treatment was 
initiated after hyperglycemia onset, where similar results 
of improved glucose homeostasis were observed in the 
treated type 1 diabetic mouse model (Fig. 4C, D).

OI intervention restored the cytokine secretion profiles 
in STZ‑induced diabetes
OI intervention significantly decreased the proinflam-
matory factors (IL-1β, TNF-α, IL-2, IL-4, IFN-γ) in the 
blood of STZ-induced diabetic mice but increased the 
levels of IL-10, which is an anti-inflammatory charac-
teristic (Fig. 1J–O). In the treated type 1 diabetes mouse 
model, serum TNF-α, IL-12, and IFN-γ secretion were 
greatly reduced in the OI group, whereas CXCL1 and 
IL-10 production was restored (Additional file  1: Figure 
S7).
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OI intervention reduced pancreatic insulitis and restored 
beta cell function
Pancreatic H&E staining revealed that most islets in the 
STZ-induced diabetic mice exhibited severe insulitis 

and unclear margins, while the OI-treated group had 
a sharply reduced proportion of severe and inva-
sive insulitis and restored islet structure (Fig.  2A). In 
NOD mouse pancreas, excessive inflammatory cells 

Fig. 2  OI attenuated insulitis, improved beta cell function, and suppressed inflammatory macrophage infiltration in STZ-induced diabetes. A 
Representative images of pancreatic histology evaluated by H&E staining (n = 5–8 mice per group). The scoring criteria were as described in the 
ESM. B Representative images of pancreatic immunofluorescence staining for insulin (red), glucagon (green), and DAPI (blue). Insulin expression per 
islet was determined by analyzing fluorescence intensity with ImageJ. The percentage of glucagon-positive cells per islet was calculated in a bar 
graph (n = 3–5 mice per group). C Principal component analysis plot demonstrating the islet sample distribution in the control, STZ, and OI groups. 
The plot displays three distinct clusters (n = 3 mice per group). D Volcano plot depicting the 130 DFEs identified in the STZ and OI islets. E Heat map 
analysis illustrating the DFEs associated with islet beta cell function. The color change from blue to orange indicates low to high expression values. 
F List of Kyoto Encyclopedia of Genes and Genomes (KEGG) pathways significantly associated with the DFEs identified in the STZ and OI groups. G 
Immunohistochemistry analysis of Nrf2, HMGB1, F4/80, and iNOS expression in the mouse pancreas. Nrf2 expression was analyzed by ImageJ and 
presented as the Average Optical Density (AOD). The percentage of HMGB1-positive nuclei per islet was quantified in a bar graph. The F4/80- and 
iNOS-positive cells per islet area were calculated in a bar graph (n = 3–6 mice per group). H Flow cytometry assessment of the proportion of 
CD45+CD11b+, CD11b+CD11c+, and CD11b+CD206+ macrophages in PLNs along with representative dot plots (n = 4 mice per group). I F4/80, 
Cd11c, and Mrc1 gene expression in splenocytes (n = 8 mice per group). All values are the mean ± SEM. *p < 0.05. All values are shown as the 
mean ± SEM. **p < 0.01, ***p < 0.001, and ****p < 0.0001
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surrounded or invaded into islets, which OI significantly 
decreased (Fig.  3E). TUNEL assay demonstrated that 
the number of apoptotic cells was obviously increased 
in the STZ-induced diabetic mouse islets, which OI 
attenuated (Additional file  1: Figure S3). The islets 
in the STZ-induced diabetic animals contained very 
few insulin-positive cells and strong centralization of 
glucagon-staining cells (Fig.  2B). In marked contrast, 
OI administration increased the presence of functional 
insulin-positive beta cells and reduced glucagon-posi-
tive alpha cells similar to that in healthy islets. Princi-
pal component analysis of islets proteomics revealed 
distinct sample group clustering in the three groups 
(control, STZ, OI), with OI administration exerting less 
pronounced effects than STZ as compared with the con-
trol group (Fig. 2C). The DFEs in the OI vs. STZ groups 
are depicted in a volcano plot (Fig. 2D). The DFEs con-
tained proteins relating to beta cell function, including 
MFN2, PRKCA, SLC2A2, PCSK1, INS1, INS2, GLP1R, 
and TSC1, which are summarized in a heat map (Fig. 2E). 

In the NOD mouse model, the insulin-positive cells were 
markedly destroyed by immune cells whereas they were 
restored by OI intervention (Fig. 3F). Similar findings of 
attenuated beta cell damage were also observed in the 
treated type 1 diabetic mouse model (Fig. 4E, F).

OI intervention attenuated oxidative stress and suppressed 
proinflammatory macrophage infiltration
The protective effect of OI predominantly relied on its 
powerful activation of Nrf2, which is critical in oxida-
tive stress responses (Mills et al. 2018). The results dem-
onstrated greatly decreased Nrf2 expression after the 
mice received STZ, whereas OI intervention significantly 
reversed the islet Nrf2 content (Fig. 2G). In some of the 
infiltrated immune cells, HMGB1 translocated from the 
nucleus to the extracellular spaces, indicating HMGB1 
active secretion (Zhang et al. 2009). Compared with dia-
betic mice, the islet cell nuclei of the OI-treated mice had 
a much higher proportion of HMGB1 expression, which 
implied that HMGB1 secretion was greatly inhibited 

Fig. 3  OI treatment reduced diabetes onset in spontaneous non-obese diabetic (NOD) mice. A Kaplan–Meier survival curves demonstrating 
the percentages of diabetes-free NOD mice (n = 14–15 mice per group). B Week 22 ipGTT results of NOD mice. C The AUC of the ipGTT results in 
B (n = 12–15 mice per group). D Serum insulin concentration of NOD mice (n = 12–13 mice per group). E Representative images of pancreatic 
histology evaluated by H&E staining (n = 11–12 mice per group). F Representative images of pancreatic immunofluorescence staining for insulin 
(red), glucagon (green), and DAPI (blue). G Flow cytometry assessment and the proportion of CD45+CD11b+, CD11b+CD11c+, and CD11b+CD206+ 
macrophages in PLNs and the representative dot plots (n = 8 mice per group). All values are shown as the mean ± SEM. *p < 0.05 and **p < 0.01. 
CTR, NOD-control
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(Fig.  2G). Although the STZ animals had much higher 
F4/80-positive cell infiltration in the islets compared to 
the controls, those cells were not significantly changed 
among the diabetes and OI groups. Surprisingly, the OI 
treatment mice had much lower numbers of iNOS-pos-
itive macrophages associated with the islets (Fig.  2G), 
which was also observed in the treated type 1 diabetes 
mouse model (Fig. 4G).

Phenotype analysis of PLN cells demonstrated that the 
STZ-induced diabetic mice had a greatly increased mac-
rophage population (CD45+CD11b+) and percentage of 
CD11b+CD11c+ (proinflammatory M1) macrophages 
and a decreased proportion of CD11b+CD206+ (anti-
inflammatory M2) macrophages as compared to the con-
trol. OI intervention obviously lowered the percentage of 
M1 macrophages in the PLNs of STZ-induced diabetic 
mice (Fig.  2H). Furthermore, OI significantly decreased 

Fig. 4  The therapeutic effect of OI on glucose homeostasis and inflammation in STZ-induced diabetes. A Schematic representation of the 
experimental protocol. C57BL/6 mice with STZ-induced diabetes received OI (25 mg/kg) daily after hyperglycemia onset and for 12 weeks. B 
Mouse body weight change (n = 6–9 mice per group). C Random blood glucose measurements were performed before the study and at the end 
of OI treatment. D Week 11 OGTT results. E Representative images of pancreatic histology evaluated by H&E staining (n = 5–7 mice per group). F 
Representative images of pancreatic immunofluorescence staining for insulin (red), glucagon (green), and DAPI (blue). Insulin expression per islet 
was determined by analyzing fluorescence intensity with ImageJ. The percentage of glucagon-positive cells per islet was calculated in a bar graph 
(n = 3 mice per group). G Immunohistochemistry analysis of Nrf2, HMGB1, F4/80, and iNOS expression in mouse pancreas. Nrf2 expression was 
analyzed by ImageJ and presented as the AOD. The percentage of HMGB1-positive nuclei per islet was quantified in a bar graph. The F4/80- and 
iNOS-positive cells per islet area were calculated in a bar graph (n = 3–5 mice per group). All values are shown as the mean ± SEM. **p < 0.01, 
***p < 0.001, and ****p < 0.0001
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Cd11c gene expression in the STZ-induced diabetic 
mouse splenocytes and increased Mrc1 gene expression 
(Fig. 2I). In the NOD mouse model, the OI group had a 
markedly lower proportion of CD11b+CD11c+ (proin-
flammatory M1) macrophages in the PLNs as compared 
to the control (Fig. 3G).

Effect of OI intervention in vitro on the peritoneal 
macrophage phenotype and mitogen‑activated protein 
kinase (MAPK) pathway in STZ‑induced diabetes
Islets proteomics demonstrated that DFEs in the OI 
vs. STZ groups were significantly enriched in diabetes, 
insulin secretion, insulin resistance, and in the HIF1-α, 
mTOR, and MAPK signaling pathways (Fig. 2F). Further-
more, we observed MAPK pathway activity in the peri-
toneal macrophages from diabetic mice. Consistently, the 
MAPK pathway was greatly activated in macrophages, 
which presented as higher levels of phosphorylated 
(p)-ERK, p-p38, and p-JNK in macrophages from the 
diabetic animals than in the controls (Fig.  5B, D). Mac-
rophages from the STZ-induced diabetic mice produced 
more NOD-like receptor thermal protein domain asso-
ciated protein 3 (NLRP3) and iNOS than the cells from 
the control mice regardless of whether they were stimu-
lated by LPS (Fig.  5A, C). As expected, OI intervention 
sharply elevated Nrf2 and its downstream antioxidative 
molecules (GCLC, GCLM, HO-1, NQO-1). Consistent 
with this, OI treatment attenuated p-ERK and p-p38 acti-
vation but did not affect p-JNK. Notably, OI decreased 
NLRP3 and iNOS production such that it was even lower 
than the baseline level in the control mice.

Effect of OI intervention in vitro on antioxidative gene 
expression and macrophage polarization under LPS 
stimulation
LPS induces monocyte/macrophage polarization to the 
M1 phenotype and was used in our study to activate 
macrophages. We challenged the diabetic and non-dia-
betic peritoneal macrophages with 100  ng/ml LPS and 
examined the expression of the M1/M2-related genes 
and antioxidative genes. LPS stimulation significantly 
upregulated IRG1, HO-1, IL-1β, IL-6, TNF-α, iNOS, 
NLRP3, COX2, SOCS3, and IL-10 and downregulated 
Nrf2, NQO1, GCLC, GCLM, Mrc1, YM1, and Mgl1 gene 
expression in the macrophage of control as seen in dia-
betic mice (Fig.  6). Notably, IL-1β, IL-6, iNOS, NLRP3, 
and COX2 gene expression was much higher in the dia-
betic macrophages upon LPS stimulation, whereas TNF-
α and IL-10 gene expression was slightly and clearly 
decreased, respectively. The OI-pre-treated LPS-stimu-
lated peritoneal macrophages had significantly increased 
HO-1, NQO1, GCLC, GCLM, Mrc1, YM1, and Mgl1 
gene expression and reduced IL-1β, IL-6, TNF-α, iNOS, 

NLRP3, and SOCS3 gene expression, but OI did not 
affect Nrf2 transcription in the control or diabetic mice. 
Unexpectedly, OI treatment only attenuated COX2 and 
IL-10 gene expression in the healthy mouse peritoneal 
macrophages after LPS challenge.

Peritoneal macrophages from the type 1 diabetic mice 
demonstrated an inflammatory state attenuated by OI 
treatment
We examined the proinflammatory cytokine concentra-
tions in the supernatant of LPS-stimulated peritoneal 
macrophages with or without OI intervention. OI inhib-
ited the release of proinflammatory factors such as IL-1β, 
IL-6, and TNF-α in the control and diabetic macrophages 
(Fig. 7B–D). Nitric oxide (NO) generation was more pro-
nounced in the LPS-treated diabetic mice than in the 
controls, which was markedly suppressed to the basal 
level in both models (Fig. 7E). Similar to the above gene 
expression results, the diabetic macrophages contained 
higher IL-1β, iNOS, NLRP3, and COX2 protein levels 
compared with the control macrophages upon LPS stim-
ulation, which were all attenuated by OI except for COX2 
in diabetic mice (Fig. 7F).

After dissociating from KEAP1, Nrf2 accumulates and 
enters the nucleus to induce antioxidant protein expres-
sion (Mills et  al. 2018). In this study, OI predominantly 
increased Nrf2, HO-1, NQO1, GCLC, and GCLM pro-
duction in the LPS-treated control and diabetic mac-
rophages (Fig. 7F). We also evaluated the MAPK pathway 
in macrophages after LPS stimulation. As expected, 
LPS treatment sharply increased the p-ERK, p-p38, and 
p-JNK levels in the macrophages. In both mouse mod-
els, OI reduced the p-ERK and p-p38 levels but not the 
p-JNK levels (Fig. 7A).

OI intervention modulated IL‑1β production in monocytes 
derived from type 1 diabetes patients in vitro
The above results prompted the investigation of whether 
OI exerts a similar effect on the human monocyte inflam-
matory response. The monocytes from type 1 diabetes 
patients exhibited higher IL-1β secretion potential in 
response to LPS than the monocytes from non-diabetic 
donors. Notably, the OI + LPS monocytes presented 
attenuated IL-1β secretion compared with LPS-only-
treated cells from the non-diabetes or type 1 diabetes 
participants (Fig.  7G). Therefore, OI exhibited an anti-
inflammatory impact on the monocytes of type 1 diabe-
tes patients.

Activated macrophages induced beta cell dysfunction 
and were restored by OI treatment
We designed a co-culture system to clarify the protec-
tive effect of OI on beta cell function via regulating 
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Fig. 5  The effect of OI on peritoneal macrophages from STZ-induced diabetic mice. The peritoneal macrophages from healthy and diabetic mice 
were stimulated with OI or NT for 24 h. A, C Representative western blots and protein quantification of Nrf2, HO-1, NQO-1, GCLC, GCLM, NLRP3, 
and iNOS in peritoneal macrophage lysates (n = 4 mice per group). The internal control was α-tubulin. Band intensity was measured by ImageJ. The 
band intensities were quantified and normalized to α-tubulin. B, D Representative western blots and activity quantification of the phosphorylated 
and total levels of ERK, p38, and JNK in peritoneal macrophage lysates. The internal control was α-tubulin. The results are shown as the mean ± SD. 
*p < 0.05, **p < 0.01, ***p < 0.001, and ****p < 0.0001
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macrophage polarization. Co-culture with LPS-stim-
ulated activated macrophages greatly impaired the 
insulin release of MIN6 cells upon glucose stimula-
tion as compared to co-culture with unstimulated 

macrophages. Surprisingly, macrophages pre-treated 
with OI before LPS stimulation significantly restored 
the impaired GSIS of the MIN6 cells. Moreover, 
OI pre-treatment before co-culture with activated 

Fig. 6  The effect of OI on oxidative stress gene expression and macrophage polarization. The peritoneal macrophages from healthy and diabetic 
mice were collected and were pretreated with 125 μM OI or NT for 2 h, followed by LPS, OI + LPS, or NT treatment. After 8-h treatment, total RNA 
was extracted and the expression of the M1-, M2-, and oxidative-related genes were measured by real-time PCR (n = 4 mice per group). The loading 
control was β-actin. A M1-related genes expression. B M2-related genes expression. C Oxidative-related genes expression. The results are shown as 
the mean ± SD. *p < 0.05, **p < 0.01, ***p < 0.001, and ****p < 0.0001
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macrophages improved glucose-stimulated insulin 
secretion in the MIN6 cells (Fig. 7H).

Discussion
In this study, we demonstrated that the cell-permeable 
itaconate derivative OI ameliorated glycemic deteriora-
tion, improved impaired insulin secretion, and reduced 
insulitis in STZ-induced diabetic mice and delayed 
autoimmune diabetes onset in NOD mice. Notably, OI 
suppressed systemic inflammatory cytokine levels and 
attenuated pancreatic beta cell damage by inhibiting 
M1 macrophage activation through the Nrf2–MAPK 
pathway. Moreover, the macrophages from diabetic 
mice and monocytes from type 1 diabetes patients pre-
sented an inflammatory status that was attenuated by 
OI treatment.

It has been suggested in an increasing number of 
studies that OI is a novel and promising anti-inflam-
matory metabolite in restricting immunopathology 
and inflammation. However, its role in type 1 diabetes 
disease progression is unclear. Accordingly, we used 
multiple low-dose STZ-induced diabetes and sponta-
neous autoimmune diabetes to evaluate the effect of 
OI on type 1 diabetes prevention and treatment and 
explore the potential mechanism of macrophage phe-
notype reprogramming. OI significantly restored pan-
creatic beta cell function, which was consistent with 
improved glucose metabolism and less immune cell 
infiltration within or near the islets as compared to 
the diabetic mice. These results were also reported in 
a previous study, where the Nrf2 activator dimethyl 
fumarate protected beta cells against oxidative stress 
and reduced the incidence of spontaneous autoimmune 
diabetes in female NOD mice by attenuating insulitis 
and the level of circulating proinflammatory cytokines 
(Li et  al. 2021). Cytokines are crucial in orchestrating 
complex multicellular interactions between pancreatic 
beta cells and immune cells in type 1 diabetes develop-
ment. Proinflammatory cytokines are thought to lead 
to type 1 diabetes onset and progression. By contrast, 
cytokines that induce regulatory functions are thought 
to generate feedback regulation of diverse immune 

responses and protect against beta cell destruction 
(Lu et al. 2020). Our data demonstrated that the serum 
proinflammatory cytokines IL-1β, TNF-α, IL-2, IFN-
γ, and IL-4  and  the anti-inflammatory cytokine IL-10 
were dysregulated in diabetes and improved by OI 
intervention.

The effectiveness of OI in ameliorating the glucose 
metabolism of type 1 diabetes was related to reduced 
inflammation in the pancreas. Despite the adaptive 
immune system playing a central role in the inflamma-
tion associated with type 1 diabetes, pancreatic beta 
cell dysfunction and activated M1 macrophage infiltra-
tion are early features in the disease pathogenesis (Burg 
and Tse 2018). Activated macrophages produce a series 
of inflammatory cytokines, such as IL-1β, TNF-α, and 
IFN-γ, which are critical in beta cell dysfunction and 
apoptosis (Burg and Tse 2018; Delmastro and Piganelli 
2011). Histological analysis of pancreatic sections from 
both patients with type 1 diabetes and mouse models 
of autoimmune diabetes revealed an influx of recruited 
macrophages to the islets (Hänninen et  al. 1992; Itoh 
et al. 1993; Jansen et al. 1993; Kolb-Bachofen et al. 1992; 
Roep et al. 1992). Zhang et al. reported that more inflam-
matory macrophages infiltrated into the islet cells in 
STZ-induced diabetic mice and that enhancing M1 mac-
rophage activation further exacerbated pancreas injury 
(Zhang et  al. 2020). Inhibiting macrophage infiltration 
into the islet cells or restricting macrophage M1 polari-
zation in diabetic mice would be helpful for maintaining 
pancreas function and preventing type 1 diabetes pro-
gression. Notably, our results provided evidence support-
ing the hypothesis that the primary site of action of OI 
protection against diabetes might be the infiltrating mac-
rophages and the subsequent cascade of local inflamma-
tory events. Indeed, the macrophage infiltration was not 
significantly different among the diabetic and OI groups 
in our study. Interestingly, the OI mice had lower num-
bers of islet-associated M1 macrophages and a lower 
proportion of M1 macrophages in different peripheral 
compartments, which indicates a possible direct effect of 
OI on macrophage polarization.

(See figure on next page.)
Fig. 7  Peritoneal macrophages from diabetic mice demonstrated an inflammatory state that was attenuated by OI treatment. The peritoneal 
cells from healthy and diabetic mice were collected and were pretreated with 125 μM OI or NT for 2 h, followed by LPS, OI + LPS, or NT treatment 
(n = 4 mice per group). A Western blot analysis of the phosphorylated and total levels of ERK, p38, and JNK after 0.5-h treatment. B–D The cells and 
supernatant were collected after 24-h treatment. IL-1β, IL-6, and TNF-α levels were determined by ELISA and corrected with the protein content. E 
NO generation in the supernatant was measured by the Griess reaction. F Cell lysates underwent western blotting with Nrf2, HO-1, NQO-1, GCLC, 
GCLM, NLRP3, iNOS, IL-1β, COX2, and α-tubulin antibodies. The internal control was α-tubulin. G PBMCs collected from non-diabetes (CTR) and 
type 1 diabetic patients were adhered for 3 h, then pretreated with 125 μM  OI or NT for 2 h, followed by LPS, OI + LPS, or NT treatment. After 24-h 
treatment, IL-1β levels were in the supernatant (n = 9–10 per group). H Peritoneal macrophages were treated with or without LPS and OI for 8 h, 
then co-cultured with MIN6 cells for another 24 h. The supernatant was collected and GSIS was analyzed. The results are shown as the mean ± SD. 
*p < 0.05, **p < 0.01, ***p < 0.001, and ****p < 0.0001. I Schematic depicting the regulatory role of OI on macrophage polarization in protection 
against type 1 diabetes progression
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Fig. 7  (See legend on previous page.)
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However, the role of OI in macrophage phenotype 
reprogramming in diabetic mice remains complex. Meta-
bolic alterations followed by diabetic progression are also 
associated with macrophage polarization. Hyperglycemia 
in diabetes induces epigenetic changes that reprogram 
the macrophage phenotype and modify the subsequent 
cellular response upon stimulus (Ratter et al. 2018). Mac-
rophages derived from diabetic mice presented more 
abundant NLRP3 and iNOS protein expression and 
higher inflammatory cytokine secretion and NO produc-
tion after LPS stimulation compared with cells from non-
diabetic mice (Davanso et  al. 2021). Moreover, BMDM 
from alloxan-induced diabetes impaired signaling path-
ways, which involved alterations at both PI3K–Akt and 
MAPK levels (Galvao Tessaro et  al. 2020). Accompa-
nying this, both BMDM and peritoneal macrophages 
from diabetic mice demonstrated dysregulated cytokine 
secretion profiles (Galvao Tessaro et  al. 2020). Consist-
ent with these literature data, our results supported the 
idea that OI reduced NLRP3 and iNOS expression and 
decreased NO production and proinflammatory cytokine 
release in macrophages upon LPS administration, which 
implied that OI significantly restricted macrophage M1 
polarization.

Although the anti-inflammatory and antioxidative 
effects of OI have been reported, its distinct role in regu-
lating the MAPK signaling response to inflammation is 
unknown. Mounting evidence suggested that the MAPK 
family is critical for regulating proinflammatory cytokines 
and mediators. MAPK pathway activation phosphoryl-
ates various downstream targets to induce inflammation 
mediator production in macrophages. It was proven in 
several studies that Nrf2 exerted anti-inflammatory and 
antioxidative functions by regulating MAPK pathway 
activity. It was suggested that Nrf2 activation mitigated 
oxidative stress and inflammation in mesangial cells 
caused by high glucose through inhibiting MAPK sign-
aling (Yao et  al. 2022). Moreover, sulforaphane exerted 
anti-neuroinflammatory effects on LPS-activated micro-
glia through Nrf2–HO-1 pathway activation and JNK–
AP-1–NF-κB pathway inhibition (Subedi et  al. 2019). It 
is widely recognized that OI inhibits LPS-induced pro-
inflammatory cytokine secretion, NF-κB activation, and 
oxidative stress. Here, our data indicate another path-
way behind OI regulation of the inflammatory response 
in macrophages by attenuating p-ERK and p-p38 MAPK 
activation in diabetic macrophages and response to LPS 
stimulation. This result was consistent with our proteom-
ics analysis results, where MAPK pathway-related pro-
teins were greatly enriched in the DFEs between the OI 
intervention and diabetic mouse islets.

It has been reported in several studies that monocytes 
from new-onset type 1 diabetes patients have increased 

IL-1β basal levels (Meyers et  al. 2010) and a more pro-
nounced response to LPS stimulation in  vitro (Davanso 
et  al. 2021). Similarly, during the in  vitro treatment of 
LPS-stimulated PBMCs isolated from type 1 diabe-
tes patients, we observed substantially increased IL-1β 
secretion compared to the non-diabetes population. Our 
findings supported the idea that type 1 diabetes patients 
present a basal inflammatory status. Surprisingly, OI 
treatment of the monocytes attenuated IL-1β production 
compared with LPS-only stimulation in both non-diabe-
tes and type 1 diabetes participants. The anti-inflamma-
tory effect was consistent with that reported in a previous 
study, where OI activated Nrf2 signaling to inhibit proin-
flammatory cytokine secretion in the PBMCs of systemic 
lupus erythematosus patients (Tang et al. 2018).

As mentioned above, pancreatic beta cell dysfunction 
is closely related to activated M1 macrophage infiltration 
in type 1 diabetes pathogenesis. Apart from presenting 
antigens to autoreactive T cells in the initiation and effec-
tor phases of type 1 diabetes, activated M1 macrophages 
produce proinflammatory cytokines and NO to induce 
beta cell dysfunction and apoptosis (Burg and Tse 2018). 
In the present study, we regulated macrophage polariza-
tion in a co-culture system to investigate the protective 
effect of OI on beta cell function. The activated mac-
rophages caused beta cell dysfunction whereas OI treat-
ment significantly restored beta cell function. In addition, 
not only did OI regulate macrophage polarization, it 
might have distinctly improved beta cell function, which 
warrants further investigation.

Overall, our results demonstrated that OI was a potent 
activator of the Nrf2-mediated antioxidative response in 
macrophages and subsequently inhibited M1 polariza-
tion through the MAPK pathway. These actions might 
be crucial to the crosstalk between innate immunity and 
beta cell function and establish the basis for the emerg-
ing therapeutic implications of OI in type 1 diabetes 
progression.

Conclusions
We provided the first evidence to date that the OI can 
impede islet inflammation progression and improve glu-
cose metabolism by regulating macrophage phenotype 
reprogramming in mouse models of type 1 diabetes. Fur-
thermore, OI significantly inhibited MAPK activation 
in macrophages to alleviate the inflammatory response 
of the pancreas, eventually improving beta cell dysfunc-
tion. The findings indicated that elevating endogenous 
itaconate levels might attenuate systemic inflammation, 
which provided potential new insight into a feasible adju-
vant therapy for preventing and treating type 1 diabetes. 
Although this tentative investigation provided an impor-
tant basic finding toward the development of a new drug 
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class target for preventing and treating type 1 diabetes, 
significant hurdles remain and in-depth studies are war-
ranted, as are further supporting studies in other models 
of diabetes.

Abbreviations
AOD	� Average Optical Density
COX2	� Cytochrome c oxidase subunit II
CTR​	� Control group that received vehicle alone
DFEs	� Differentially expressed proteins
GCLC	� γ-Glutamyl cysteine ligase catalytic subunit
GCLM	� γ-Glutamyl cysteine ligase modifier subunit
GSIS	� Glucose-stimulated insulin secretion
HBPCD	� (2-Hydroxypropyl)-β-cyclodextrin
HO1	� Heme oxygenase-1
ipGTT​	� Intraperitoneal glucose tolerance test
iNOS	� Inducible nitric oxide synthase
KEGGs	� Kyoto Encyclopedia of Genes and Genomes
LPS	� Lipopolysaccharide
MAPK	� Mitoge-activated protein kinase
NOD	� Non-obese diabetic
NLRP3	� NOD-like receptor thermal protein domain associated protein 3
NO	� Nitrite oxide
Nrf2	� NF-E2-related factor 2
NT	� Cells which treated with vehicle
NQO1	� NAD(P)H:quinone oxidoreductase 1
OGTT​	� Oral glucose tolerance test
OI	� 4-Octyl itaconate
OI + LPS	� Cells which treated with OI and LPS
PBMCs	� Peripheral blood mononuclear cells
PCNA	� Proliferating cell nuclear antigen
STZ	� Streptozotocin
STZ + OI	� STZ-induced diabetic mice that were treated with OI
TCA​	� Tricarboxylic acid

Supplementary Information
The online version contains supplementary material available at https://​doi.​
org/​10.​1186/​s10020-​023-​00626-5.

Additional file 1. The experimental protocols of prevention model and 
treatment model were presented in Fig. 1A and Fig. 4A, separately.

Acknowledgements
The authors thank all study participants and the hospital staff for their contri-
bution in the sample and data collection.

Author contributions
HSY: Conceptualization, Methodology, Data curation, Writing-original draft, 
Writing-review and editing. ZYC: Methodology, Formal analysis, Data curation. 
WGX: Formal analysis, Validation, Resources. KQF: Methodology, Resources, 
Data curation. WN: Methodology, Data curation. LLS: Data curation, Validation, 
Resources. WJH: Resources, Investigation. SSY: Resources, Investigation. JWH: 
Formal analysis, Investigation. ZWJ: Conceptualization, Supervision, Project 
administration, Funding acquisition, Writing—review and editing. ZJQ: Con-
ceptualization, Supervision, Funding acquisition, Project administration, Writ-
ing—review and editing. All authors read and approved the final manuscript.

Funding
This work was supported by Grants from the National Natural Science Founda-
tion of China (No. 41906095 to Wenjing Zhang, Nos. 81870562 and 82270857 
to Jiaqiang Zhou), the National Key Technology R&D Program of China (No. 
2009BAI80B02 to Jiaqiang Zhou), and the Zhejiang Provincial Natural Science 
Foundation of China (No. LY22D060003 to Wenjing Zhang, No. LZ22H070002 
to Jiaqiang Zhou).

Availability of data and materials
The datasets generated during and/or analyzed during the current study are 
available from the corresponding author on reasonable request.

Declarations

Ethics approval and consent to participate
The Sir Run Run Shaw Hospital of Zhejiang University ethics committee 
approved the present study under number 2022-530-01. All procedures 
were performed according to institutional and national research committee 
ethical standards. All participants signed informed consent letters before their 
inclusion. The animal experimental protocols were approved by the Zhejiang 
Chinese Medical University Ethic Committee.

Consent for publication
Not applicable.

Competing interests
The authors declare that they have no competing interests.

Author details
1 Department of Endocrinology and Metabolism, Sir Run Run Shaw Hospital, 
Zhejiang University School of Medicine, Hangzhou, China. 2 Key Laboratory 
of Precision Medicine in Diagnosis and Monitoring Research of Zhejiang 
Province, Hangzhou, China. 3 College of Biotechnology and Bioengineering, 
Zhejiang University of Technology, Hangzhou, China. 

Received: 7 December 2022   Accepted: 17 February 2023

References
Burg AR, Tse HM. Redox-sensitive innate immune pathways during 

macrophage activation in type 1 diabetes. Antioxid Redox Signal. 
2018;29(14):1373–98.

Chellappan DK, Sivam NS, Teoh KX, Leong WP, Fui TZ, Chooi K, et al. 
Gene therapy and type 1 diabetes mellitus. Biomed Pharmacother. 
2018;108:1188–200.

Chen S, Du K, Zou C. Current progress in stem cell therapy for type 1 diabetes 
mellitus. Stem Cell Res Ther. 2020;11(1):275.

Cordes T, Lucas A, Divakaruni AS, Murphy AN, Cabrales P, Metallo CM. Itaconate 
modulates tricarboxylic acid and redox metabolism to mitigate reperfu-
sion injury. Mol Metab. 2020;32:122–35.

Dahlén E, Dawe K, Ohlsson L, Hedlund G. Dendritic cells and macrophages 
are the first and major producers of TNF-alpha in pancreatic islets in the 
nonobese diabetic mouse. J Immunol. 1998;160(7):3585–93.

Davanso MR, Crisma AR, Braga TT, Masi LN, de Amaral CL, Leal VNC, et al. 
Macrophage inflammatory state in Type 1 diabetes: triggered by NLRP3/
iNOS pathway and attenuated by docosahexaenoic acid. Clin Sci (lond). 
2021;135(1):19–34.

Delmastro MM, Piganelli JD. Oxidative stress and redox modulation potential 
in type 1 diabetes. Clin Dev Immunol. 2011;2011: 593863.

Diskin C, Palsson-McDermott EM. Metabolic modulation in macrophage effec-
tor function. Front Immunol. 2018;9:270.

Eizirik DL, Colli ML, Ortis F. The role of inflammation in insulitis and beta-cell 
loss in type 1 diabetes. Nat Rev Endocrinol. 2009;5(4):219–26.

Espinoza-Jiménez A, Peón AN, Terrazas LI. Alternatively activated macrophages 
in types 1 and 2 diabetes. Mediators Inflamm. 2012;2012: 815953.

Galvao Tessaro FH, Ayala TS, Bella LM, Martins JO. Macrophages from a type 
1 diabetes mouse model present dysregulated Pl3K/AKT, ERK 1/2 and 
SAPK/JNK levels. Immunobiology. 2020;225(2): 151879.

Hanenberg H, Kolb-Bachofen V, Kantwerk-Funke G, Kolb H. Macrophage 
infiltration precedes and is a prerequisite for lymphocytic insulitis in pan-
creatic islets of pre-diabetic BB rats. Diabetologia. 1989;32(2):126–34.

Hänninen A, Jalkanen S, Salmi M, Toikkanen S, Nikolakaros G, Simell O. 
Macrophages, T cell receptor usage, and endothelial cell activation in 
the pancreas at the onset of insulin-dependent diabetes mellitus. J Clin 
Invest. 1992;90(5):1901–10.

https://doi.org/10.1186/s10020-023-00626-5
https://doi.org/10.1186/s10020-023-00626-5


Page 16 of 16He et al. Molecular Medicine           (2023) 29:31 

•
 
fast, convenient online submission

 •
  

thorough peer review by experienced researchers in your field

• 
 
rapid publication on acceptance

• 
 
support for research data, including large and complex data types

•
  

gold Open Access which fosters wider collaboration and increased citations 

 
maximum visibility for your research: over 100M website views per year •

  At BMC, research is always in progress.

Learn more biomedcentral.com/submissions

Ready to submit your researchReady to submit your research  ?  Choose BMC and benefit from: ?  Choose BMC and benefit from: 

Itoh N, Hanafusa T, Miyazaki A, Miyagawa J, Yamagata K, Yamamoto K, et al. 
Mononuclear cell infiltration and its relation to the expression of major 
histocompatibility complex antigens and adhesion molecules in 
pancreas biopsy specimens from newly diagnosed insulin-dependent 
diabetes mellitus patients. J Clin Invest. 1993;92(5):2313–22.

Jansen A, Voorbij HA, Jeucken PH, Bruining GJ, Hooijkaas H, Drexhage HA. An 
immunohistochemical study on organized lymphoid cell infiltrates in 
fetal and neonatal pancreases. A comparison with similar infiltrates found 
in the pancreas of a diabetic infant. Autoimmunity. 1993;15(1):31–8.

Jörns A, Arndt T, MeyerzuVilsendorf A, Klempnauer J, Wedekind D, Hedrich HJ, 
et al. Islet infiltration, cytokine expression and beta cell death in the NOD 
mouse, BB rat, Komeda rat, LEW.1AR1-iddm rat and humans with type 1 
diabetes. Diabetologia. 2014;57(3):512–21.

Kolb-Bachofen V, Schraermeyer U, Hoppe T, Hanenberg H, Kolb H. Diabetes 
manifestation in BB rats is preceded by pan-pancreatic presence of acti-
vated inflammatory macrophages. Pancreas. 1992;7(5):578–84.

Lampropoulou V, Sergushichev A, Bambouskova M, Nair S, Vincent EE, Login-
icheva E, et al. Itaconate links inhibition of succinate dehydrogenase with 
macrophage metabolic remodeling and regulation of inflammation. Cell 
Metab. 2016;24(1):158–66.

Li Y, Chen X, Zhang H, Xiao J, Yang C, Chen W, et al. 4-Octyl itaconate alleviates 
lipopolysaccharide-induced acute lung injury in mice by inhibiting oxida-
tive stress and inflammation. Drug Des Devel Ther. 2020;14:5547–58.

Li S, Vaziri ND, Swentek L, Takasu C, Vo K, Stamos MJ, et al. Prevention of 
Autoimmune Diabetes in NOD Mice by Dimethyl Fumarate. Antioxidants 
(basel). 2021;10:2.

Liao ST, Han C, Xu DQ, Fu XW, Wang JS, Kong LY. 4-Octyl itaconate inhibits 
aerobic glycolysis by targeting GAPDH to exert anti-inflammatory effects. 
Nat Commun. 2019;10(1):5091.

Liu G, Wu Y, Jin S, Sun J, Wan BB, Zhang J, et al. Itaconate ameliorates methicil-
lin-resistant Staphylococcus aureus-induced acute lung injury through 
the Nrf2/ARE pathway. Ann Transl Med. 2021;9(8):712.

Lu J, Liu J, Li L, Lan Y, Liang Y. Cytokines in type 1 diabetes: mechanisms 
of action and immunotherapeutic targets. Clin Transl Immunology. 
2020;9(3): e1122.

Meyers AJ, Shah RR, Gottlieb PA, Zipris D. Altered Toll-like receptor 
signaling pathways in human type 1 diabetes. J Mol Med (berl). 
2010;88(12):1221–31.

Mills EL, Ryan DG, Prag HA, Dikovskaya D, Menon D, Zaslona Z, et al. Itaconate 
is an anti-inflammatory metabolite that activates Nrf2 via alkylation of 
KEAP1. Nature. 2018;556(7699):113–7.

Murphy MP, O’Neill LAJ. Krebs cycle reimagined: the emerging roles of suc-
cinate and itaconate as signal transducers. Cell. 2018;174(4):780–4.

Nagy MV, Chan EK, Teruya M, Forrest LE, Likhite V, Charles MA. Macrophage-
mediated islet cell cytotoxicity in BB rats. Diabetes. 1989;38(10):1329–31.

Ni Q, Pham NB, Meng WS, Zhu G, Chen X. Advances in immunotherapy of type 
I diabetes. Adv Drug Deliv Rev. 2019;139:83–91.

O’Dowd JF, Stocker CJ. Isolation and Purification of Rodent Pancreatic Islets of 
Langerhans. Methods Mol Biol (clifton, NJ). 2020;2076:179–84.

Pepper AR, Bruni A, Shapiro AMJ. Clinical islet transplantation: is the future 
finally now? Curr Opin Organ Transplant. 2018;23(4):428–39.

Ratter JM, Tack CJ, Netea MG, Stienstra R. Environmental signals influencing 
myeloid cell metabolism and function in diabetes. Trends Endocrinol 
Metab. 2018;29(7):468–80.

Ridler C. Diabetes: Islet transplantation for T1DM. Nat Rev Endocrinol. 
2016;12(7):373.

Roep BO, Kallan AA, De Vries RR. Beta-cell antigen-specific lysis of mac-
rophages by CD4 T-cell clones from newly diagnosed IDDM patient. A 
putative mechanism of T-cell-mediated autoimmune islet cell destruc-
tion. Diabetes. 1992;41(11):1380–4.

Ryan DG, Murphy MP, Frezza C, Prag HA, Chouchani ET, O’Neill LA, et al. Cou-
pling Krebs cycle metabolites to signalling in immunity and cancer. Nat 
Metab. 2019;1:16–33.

Subedi L, Lee JH, Yumnam S, Ji E, Kim SY. Anti-Inflammatory Effect of Sul-
foraphane on LPS-Activated Microglia Potentially through JNK/AP-1/NF-
kappaB Inhibition and Nrf2/HO-1 Activation. Cells. 2019;8:2.

Sun X, Zhang B, Pan X, Huang H, Xie Z, Ma Y, et al. Octyl itaconate inhibits 
osteoclastogenesis by suppressing Hrd1 and activating Nrf2 signaling. 
FASEB J. 2019;33(11):12929–40.

Tang C, Wang X, Xie Y, Cai X, Yu N, Hu Y, et al. 4-Octyl itaconate activates Nrf2 
signaling to inhibit pro-inflammatory cytokine production in peripheral 

blood mononuclear cells of systemic lupus erythematosus patients. Cell 
Physiol Biochem. 2018;51(2):979–90.

Tian F, Wang Z, He J, Zhang Z, Tan N. 4-Octyl itaconate protects against renal 
fibrosis via inhibiting TGF-beta/Smad pathway, autophagy and reduc-
ing generation of reactive oxygen species. Eur J Pharmacol. 2020;873: 
172989.

Torres A, Makowski L, Wellen KE. Immunometabolism: Metabolism fine-tunes 
macrophage activation. Life. 2016;5:e14354.

Walker R, Bone AJ, Cooke A, Baird JD. Distinct macrophage subpopulations 
in pancreas of prediabetic BB/E rats Possible role for macrophages in 
pathogenesis of IDDM. Diabetes. 1988;37(9):1301–4.

Xie Y, Chen Z, Wu Z. Four-octyl itaconate attenuates UVB-induced melanocytes 
and keratinocytes apoptosis by Nrf2 activation-dependent ROS inhibi-
tion. Oxid Med Cell Longev. 2022;2022:9897442.

Xin Y, Zou L, Lang S. 4-Octyl itaconate (4-OI) attenuates lipopolysaccharide-
induced acute lung injury by suppressing PI3K/Akt/NF-kappaB signaling 
pathways in mice. Exp Ther Med. 2021;21(2):141.

Yagishita Y, Uruno A, Chartoumpekis DV, Kensler TW, Yamamoto M. Nrf2 
represses the onset of type 1 diabetes in non-obese diabetic mice. J 
Endocrinol. 2019;8:67.

Yang W, Wang Y, Zhang P, Wang T, Li C, Tong X, et al. Hepatoprotective role 
of 4-octyl itaconate in concanavalin a-induced autoimmune hepatitis. 
Mediators Inflamm. 2022;2022:5766434.

Yao H, Zhang W, Yang F, Ai F, Du D, Li Y. Discovery of caffeoylisocitric acid as a 
Keap1-dependent Nrf2 activator and its effects in mesangial cells under 
high glucose. J Enzyme Inhib Med Chem. 2022;37(1):178–88.

Yi Z, Deng M, Scott MJ, Fu G, Loughran PA, Lei Z, et al. Immune-Responsive 
Gene 1/Itaconate Activates Nuclear Factor Erythroid 2-Related Factor 
2 in Hepatocytes to Protect Against Liver Ischemia-Reperfusion Injury. 
Hepatology. 2020;72(4):1394–411.

Zhan Z, Wang Z, Bao Y, Liu W, Hong L. OI inhibits development of ovarian 
cancer by blocking crosstalk between cancer cells and macrophages via 
HIF-1alpha pathway. Biochem Biophys Res Commun. 2022;606:142–8.

Zhang S, Zhong J, Yang P, Gong F, Wang CY. HMGB1, an innate alarmin, in the 
pathogenesis of type 1 diabetes. Int J Clin Exp Pathol. 2009;3(1):24–38.

Zhang C, Han X, Yang L, Fu J, Sun C, Huang S, et al. Circular RNA circPPM1F 
modulates M1 macrophage activation and pancreatic islet inflammation 
in type 1 diabetes mellitus. Theranostics. 2020;10(24):10908–24.

Lucier J, Weinstock RS. Diabetes Mellitus Type 1. StatPearls. Treasure Island (FL): 
StatPearls Publishing Copyright © 2022, StatPearls Publishing LLC.; 2022.

Publisher’s Note
Springer Nature remains neutral with regard to jurisdictional claims in pub-
lished maps and institutional affiliations.


	4-Octyl itaconate attenuates glycemic deterioration by regulating macrophage polarization in mouse models of type 1 diabetes
	Abstract 
	Background 
	Methods 
	Results 
	Conclusions 

	Introduction
	Materials and methods
	Animals
	Type 1 diabetes models and OI treatment
	Glucose tolerance test (GTT)
	Histological analysis
	Islet isolation and proteomics
	Cell isolation and culture
	Flow cytometry
	Glucose-stimulated insulin secretion (GSIS)
	Participants
	Peripheral blood mononuclear cell (PBMC) stimulation
	Statistical analysis

	Results
	OI intervention improved glucose metabolism in mouse models of type 1 diabetes
	OI intervention restored the cytokine secretion profiles in STZ-induced diabetes
	OI intervention reduced pancreatic insulitis and restored beta cell function
	OI intervention attenuated oxidative stress and suppressed proinflammatory macrophage infiltration
	Effect of OI intervention in vitro on the peritoneal macrophage phenotype and mitogen-activated protein kinase (MAPK) pathway in STZ-induced diabetes
	Effect of OI intervention in vitro on antioxidative gene expression and macrophage polarization under LPS stimulation
	Peritoneal macrophages from the type 1 diabetic mice demonstrated an inflammatory state attenuated by OI treatment
	OI intervention modulated IL-1β production in monocytes derived from type 1 diabetes patients in vitro
	Activated macrophages induced beta cell dysfunction and were restored by OI treatment

	Discussion
	Conclusions
	Anchor 32
	Acknowledgements
	References


