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Some of the data in Fig. 1B was reported incor-
rectly. The correct version is presented below:

The AU + RNA probe previously described as
being 70 nucleotides long is actually composed of
135 nucleotides. This is due to the presence of
plasmid sequences located between the RNA
polymerase promoter and the AU-rich sequence.

This AU+ RNA probe does not form complex
2 with cytoplasmic extracts of LPS-stimulated
macrophages. By performing experiments to de-
fine more precisely the RNA sequence involved
in the formation of the LPS-induced RNA-pro-
tein complex 2, we discovered that a RNA probe
composed strictly of the AU-rich sequence forms
complex 2. This result indicates that the RNA
sequence involved in complex 2 formation is
located within the AU-rich sequence. The ab-
sence of binding by the AU + probe might,
therefore, result from change in the RNA confor-
mation due to the presence of plasmid sequence
in the probe. Alternatively, the binding of irrel-
evant protein(s) on the plasmid sequences might
prevent the formation of complex 2.
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FIG. 1 B.
Schematic representation of the plasmid templates
used for in vitro transcription of the RNA probes.
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