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INTRODUCTION
Glycine N-methyltransferase (GNMT)

catalyzes the synthesis of sarcosine from
glycine with S-adenosylmethionine
(SAM) used as the methyl donor and
thereby is an important regulator in the
metabolism of SAM and S-adenosylho-
mocysteine (SAH) in the liver (1,2). In
addition to its enzyme activity, GNMT
functions as a folate-binding protein and
cytosolic receptor for environmental car-
cinogens by activating hepatic detoxifica-
tion pathways (3–5). Considerable evi-
dence supports that GNMT critically
modulates the pathogenesis of liver dis-

eases (6–8). For instance, GNMT is a
tumor suppressor and is downregulated
in patients with liver cirrhosis or hepato-
cellular carcinoma (HCC) (7,8). More-
over, clinical studies demonstrated meta-
bolic abnormalities, including increased
levels of serum methionine, SAM, and
triglycerides, and hepatitislike symptoms
in GNMT-deficient patients (9,10). Like-
wise, a GNMT-knockout (GNMT –/–)
mouse model exhibited the same pheno-
type of liver diseases, including chronic
hepatitis, steatosis, fibrosis and sponta-
neous HCC development (11–13). The
level of serum cholesterol is elevated in

both GNMT-deficient patients and
GNMT –/– mice, which implies that
GNMT may be involved in the regula-
tion of cholesterol metabolism (9,11).
However, little is known about the role
of GNMT in hypercholesterolemia and
related diseases such as atherosclerosis.

Atherosclerosis is a chronic inflamma-
tory disease of multiple etiologies re-
sulting from excessive lipid accumula-
tion and a persistent chronic
inflammatory process within the artery
wall (14). Although the detailed mecha-
nisms of this disease are not defined
fully, dysregulation of cholesterol me-
tabolism and inflammatory response
mediated by lipid-laden macrophages
has a major role in the initiation and
progression of atherosclerosis (14–16). In
atherosclerotic lesions, macrophages en-
gulf oxidized low-density lipoprotein
(oxLDL) via scavenger receptors (SRs)
such as class A SR (SR-A) or CD36
(17–19). Conversely, the efflux of intra-
cellular cholesterol to high-density
lipoprotein (HDL) is mediated by re-
verse cholesterol transporters (RCTs) in-
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cluding SR-BI and ATP-binding cassette
transporters A1 and G1 (ABCA1 and
ABCG1) (20–22). These lipid-laden
macrophages also play a crucial role in
the regulation of local inflammation by
secreting various proinflammatory me-
diators (15,23,24). Therefore, therapeutic
approaches to reduce foam cell forma-
tion may represent an important strat-
egy for preventing and treating athero-
sclerosis (25). However, studies
investigating the potential associations
among GNMT, macrophages and ather-
osclerosis are  limited.

In the present study, we investigated
the role of GNMT in atherosclerosis and
its underlying molecular mechanisms in
vitro and in vivo. Genetic deletion of
GNMT exacerbated the dysregulation of
cholesterol efflux and inflammation in

macrophages, thus leading to acceler-
ated progression of atherosclerosis in
apo lipoprotein E–deficient (apoE–/–)
mice. These findings suggest the an-
tiatherogenic property of GNMT and its
potential therapeutic relevance in cardio-
vascular diseases.

MATERIALS AND METHODS

Reagents and Assay Kits
Mouse anti-GNMT monoclonal anti-

body (Ab) was produced as described
previously (26). Rabbit anti-von Wille-
brand factor (vWF), anti-inducible nitric
oxide synthase (iNOS), anti-endothelial
nitric oxide synthase (eNOS), anti-CD36,
anti-ABCG1, anti-ABCG5, anti-ABCG8,
anti-CD3, goat anti-vascular cell adhe-
sion molecule-1 (VCAM-1) and anti-

SR-A Abs were from Santa Cruz Biotech-
nology (Santa Cruz, CA, USA). Rabbit
anti-phospho-eNOS at Ser1179 Ab was
from Cell Signaling Technology (Beverly,
MA, USA). Rat anti-F4/80, mouse anti-
ABCA1, anti-α-actin and rabbit anti-
SR-BI Abs were from Abcam (Cam-
bridge, MA, USA). Mouse anti-α-tubulin
Ab, Trichrome stain kit and human LDL
were from Sigma (St. Louis, MO, USA).
Macrophage colony-stimulating factor
(M-CSF) and enzyme-linked immunosor-
bent assay (ELISA) kits were from R&D
(Minneapolis, MN, USA). Cholesterol
and triglyceride assay kits were from
Randox (Antrim, UK). Dil-labeled oxLDL
was from Biomedical Technologies
(Stoughton, MA, USA). NBD-cholesterol
and TO901317 were from Cayman
Chemical (Ann Arbor, MI, USA). Termi-
nal deoxynucleotidyl transferase dUTP
nick end labeling (TUNEL) assay kit
was from Boehringer Mannheim Corp
(Pleasanton, CA, USA).

Animals
All animal experiments were approved

by the Animal Care and Utilization Com-
mittee of National Yang-Ming University.
Wild-type (WT) mice in a C57BL/6 back-
ground were purchased from the Na-
tional Laboratory Animal Center, Na-
tional Science Council (Taipei, Taiwan);
apoE –/– mice were from Jackson Labora-
tory (Bar Harbor, MN, USA); GNMT –/–

mice in a C57BL/6 background were
generated as described previously (11).
apoE –/–GNMT –/– mice were generated by
cross-breeding apoE –/– and GNMT –/–

mice. All experimental mice were fed
with a chow diet and euthanized by CO2
at 5 months of age. Hearts, aortas and
livers were isolated and subjected to fur-
ther experiments.

Immunohistochemical and
Histological Assessment

Heart, liver and aorta tissue blocks
were cut into 8-µm sections and sub-
jected to immunohistochemistry. Sections
were reacted with 3% H2O2. After a
blocking with 1% BSA for 30 min, sam-
ples were incubated with primary Abs at

Figure 1. Expression of GNMT is elevated in the aortas of apoE –/– mice. A) Aortic specimens
from WT and 5-month-old apoE –/– mice were immunostained with anti-GNMT, anti-vWF or
anti-F4/80 antibody and then recognized by the corresponding horseradish  peroxidase-
conjugated secondary antibody. Antigenic sites were visualized by the addition of DAB.
Hematoxylin was used for counterstaining. The vWF-positive cells and F4/80-positive cells
(brown color) denoted endothelial cells and macrophages, respectively. Magnification:
100×. B) Western blot analysis of protein expression of GNMT in aortic lysates from WT and
apoE –/–. α-Tubulin was a loading control. C, Western blot analysis of GNMT protein expres-
sion in BMDMs treated with 50 µg/mL oxLDL for the indicated times. Data are mean ± SEM
from five independent experiments. *P < 0.05 versus WT mice or vehicle-treated group.
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4°C overnight and then corresponding
horseradish peroxidase-conjugated sec-
ondary Ab for an additional 1 h. Anti-
genic sites were visualized by adding
3,3-diaminobenzidine. Hematoxylin was
used for counterstaining. For histological
examination, deparaffinized sections un-
derwent hematoxylin and eosin (H&E)
staining and were viewed under a Motic
TYPE 102M microscope (Motic Images,
China). Quantification of atherosclerotic
lesions and the content of the cellular or
noncellular composition were analyzed

by imaging software (Motic Images Plus
2.0, China).

TUNEL Assays
TUNEL staining was performed ac-

cording to the manufacturer’s instruc-
tions. Briefly, after incubation with pro-
teinase K (10 µg/mL) for 20 min, sections
were incubated with digoxigenin (DIG)-
dUTP and terminal deoxynucleotidyl
transferase, which catalyzes the addition
of deoxyribonucleotide to 3′-OH ends of
DNA fragments. The incorporation of

DIG-dUTP into DNA was visualized
under a Nikon TE2000-U florescence mi-
croscope (Tokyo, Japan). Cells with clear
nuclear labeling were defined as apop-
totic cells.

Western Blot Analysis
Tissues or cells were lysed with lysis

buffer. After centrifugation at 12,000g,
the supernatants were collected for anal-
ysis. Aliquots of sample lysates were sep-
arated on SDS-PAGE and then transblot-
ted on an Immobilon-P membrane. After
being blocked with 5% skim milk for 1 h
at room temperature, blots were incu-
bated with primary Abs overnight and
then with corresponding secondary Ab
for 1 h. The protein bands were detected
by use of an enhanced chemilumines-
cence kit (PerkinElmer, Boston, MA,
USA) and quantified by use of Image-
Quant 5.2 software (Healthcare Bio-
 Sciences, PA, USA).

Preparation of Bone Marrow-Derived
Macrophages (BMDMs)

Mononuclear cells from mice femurs
and tibias were harvested by Percol
(1.073 g/cm3) density gradient centrifu-
gation and then cultured in Minimum
Essential Medium α (MEMα) supple-
mented with M-CSF (50 ng/mL),
 penicillin (100 U/mL)/streptomycin
(100 µg/mL) and 10% fetal bovine serum
(FBS) for 5 d.

Oxidation of LDL
Oxidation of LDL was performed as

described (27). LDL was exposed to 5 µM
CuSO4 for 24 h at 37°C, and Cu2+ was re-
moved by extensive dialysis. The extent
of modification was determined by mea-
suring thiobarbituric acid-reactive sub-
stances (TBARs).

Serum Lipid Profile Analysis
Blood was collected by cardiac punc-

ture. After clotting and centrifugation,
serum was isolated and the levels of cho-
lesterol, HDL cholesterol (HDL-c) and
triglycerides were measured by use of
Spotchem EZ SP 4430 (ARKRAY Inc.,
Kyoto, Japan).

Figure 2. Knockout of GNMT enhances the development of atherosclerosis and abnormal-
ity of the lipid profile in apoE –/– mice. ApoE –/– mice (n = 14) and apoE –/–GNMT –/– mice (n =
14) were fed a chow diet for 20 wks before euthanization. A) Histology and quantification of
atherosclerotic lesions in aortic roots were performed as described in Materials and Meth-
ods. Magnification: 40×. B) Analysis of serum levels of total cholesterol, non–HDL-c, HDL-c
and triglycerides in apoE –/– and apoE –/–GNMT –/– mice. C) The content of macrophages,
smooth muscle cells (SMCs) and T cells in atherosclerotic lesions. D and E) The content of
lipid core and collagen in atherosclerotic lesions. * P < 0.05 versus apoE –/– mice.
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Cholesterol and Triglyceride
Measurement in Hepatic Tissue and
Macrophages

Hepatic tissues or cellular cholesterol
and triglycerides were extracted by use
of hexane/isopropanol (3:2, v/v). After
drying, the levels of cholesterol and
triglycerides were measured by colori-
metric assay kits.

Oil Red O Staining
Cells were fixed with 4% paraformal -

de hyde and then stained with 0.5% oil
red O. Hematoxylin was used for coun-
terstaining.

Dil-oxLDL Binding Assay
Dil-oxLDL, copper-oxidized LDL, la-

beled with green fluorescence, has been
used for experiments of oxLDL binding
to SRs of macrophages (28). BMDMs
from WT or GNMT–/– mice were incu-
bated with Dil-oxLDL (10 µg/mL) at 4°C
for 4 h. Cells were washed and lysates
were analyzed by fluorometry (Molecu-

lar Devices) with 514-nm excitation and
550-nm emission.

Cholesterol Efflux Assay
Cholesterol efflux assay involved use

of fluorescent NBD-cholesterol as de-
scribed (27). BMDMs were incubated
with oxLDL for 12 h, then NBD-
 cholesterol (1µ/mL) was added for an
additional 6 h. NBD-cholesterol–labeled
cells were washed with PBS and incu-
bated in MEMα for another 6 h. The flu-
orescence-labeled cholesterol released
from BMDMs into the medium was mea-
sured by use of a multilabel counter
(PerkinElmer, Waltham, MA, USA). In
vivo cholesterol efflux was performed as
described previously with modifications
(29). Briefly, after removing the apoB-
containing lipoproteins from plasma, the
apoB-derived supernatant was as the
high-density lipoprotein fraction and di-
luted to 2.8% (equivalent to 2% serum) in
cultured medium. Cholesterol efflux was
measured as the difference in release of

fluorescence-labeled cholesterol released
from vehicle-treated BMDMs or
TO901317-treated BMDMs

Measurement of Inflammatory
Cytokines

The concentrations of proinflamma-
tory cytokines including interleukin-6
(IL-6), tumor necrosis factor-α (TNF-α),
monocyte chemoattractant protein-1
(MCP-1) and macrophage inflammatory
protein-2 (MIP-2) in culture medium,
serum or aortas were measured by use
of ELISA kits according to the manufac-
turer’s instructions.

Statistical Analysis
The Mann-Whitney test was used to

compare two independent groups. The
Kruskal-Wallis test followed by the Bon-
ferroni post hoc analyses were used to ac-
count for multiple testing. Analysis in-
volved use of SPSS v8.0 (SPSS Inc,
Chicago, IL, USA). P < 0.05 was consid-
ered statistically significant.

All supplementary materials are available
online at www.molmed.org.

RESULTS

GNMT Is Expressed in Atherosclerotic
Lesions of ApoE –/– Mice

To elucidate the possible involvement
of GNMT in atherogenesis, we first inves-
tigated the expression of GNMT in nor-
mal and atherosclerotic aortas. Immuno-
histochemistry revealed GNMT in WT
mice primarily expressed in aortic en-
dothelial cells (ECs). However, in addi-
tion to the expression of GNMT in  aortic
ECs of apoE–/– mice, GNMT expressed in
atherosclerotic lesions was remarkably re-
stricted to macrophages (Figure 1A). As
shown in Figure 1B, the protein expres-
sion of GNMT was increased in the aor-
tas of apoE–/– mice as compared with WT
mice. Because oxLDL is a proatherogenic
molecule in the development of athero-
sclerosis (14,15), we examined the effect
of oxLDL on the expression of GNMT in
macrophages. BMDMs treatment with 
50 µg/mL oxLDL for up to 24 h showed

Figure 3. ApoE –/–GNMT –/– mice show exacerbated inflammatory response. A and B) ELISA
analysis of serum levels of IL-6, TNF-α, MCP-1 and MIP-2 in serum and aortas of apoE –/–

mice and apoE –/–GNMT –/– mice. C, Western blot analysis and quantitation of VCAM-1, in-
ducible iNOS, phosphorylated eNOS (p-eNOS) and eNOS in aortic lysates from apoE –/–

and apoE –/–GNMT –/– mice. α-Tubulin was a loading control. Data are mean ± SEM from 14
animals. *P < 0.05 versus apoE –/– mice.
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time- dependently increased expression of
GNMT (Figure 1C). The expression oc-
curred as early as 3 h after treatment,
peaked at 12 h and then declined to the
basal level. Thus, GNMT may play an
important role in the development of
 atherosclerosis.

Deficiency of GNMT Exacerbates the
Development of Atherosclerosis,
Hyperlipidemia and Inflammation in
ApoE–/– Mice

To delineate the potential role of
GNMT in the pathogenesis of atheroscle-
rosis, apoE–/– mice and apoE–/–GNMT –/–

mice were used as in vivo models. Genetic
deletion of GNMT in apoE–/– mice greatly
enhanced the development of atheroscle-
rotic lesions as compared with apoE–/–-
alone mice (Figure 2A). Furthermore,
serum levels of total cholesterol,
non–HDL cholesterol (non–HDL-c) and
triglycerides were increased significantly
and level of HDL-c was decreased in
male apoE–/–GNMT –/– mice (Figure 2B).
The cellular and noncellular composition
of atherosclerotic plaque such as the con-
tent of macro phages, smooth muscle cells
(SMCs), T cells, lipid core and collagen
also was increased in apoE–/– GNMT –/–

mice (Figures 2C, D and Supplementary
Figure S1). Moreover, the macrophage
apoptosis was enhanced in atheroscle-
rotic lesions of apoE–/–GNMT –/– mice as
revealed by TUNEL assays (Supplemen-
tary Figure S2). Previous studies have
demonstrated that inflammation within
atherosclerotic lesions is a central event in
the progression of atherosclerosis
(15,23,24). We next examined whether
GNMT was involved in the regulation of
the inflammatory response during
atherogenesis. As compared with apoE–/–

mice, apoE–/–GNMT –/– mice showed ele-
vated levels of IL-6, TNF-α, MCP-1 and
MIP-2 in serum and aortas (Figures 3A,
B), all important proatherogenic mole-
cules. Endothelial cell (EC) dysfunction,
the earliest event in the development of
atherosclerosis, is characterized by im-
paired eNOS activation and increased ex-
pression of adhesion molecules such as
VCAM-1 (14,16), and iNOS plays a key
role in vascular inflammation in athero-
sclerotic lesions (19). We further showed
the expression of VCAM-1 and iNOS in
aortas were higher and eNOS phosphory-
lation was lower in apoE–/– GNMT –/– than
apoE–/– mice (Figure 3C). Thus, GNMT
may have a vital role in the regulation of

lipid metabolism and inflammatory re-
sponse during  atherogenesis.

Knockout of GNMT Impairs Reverse
Cholesterol Transport and Cholesterol
Elimination in ApoE –/– Mice

Reverse cholesterol transport from pe-
ripheral tissues to the liver is a critical
pathway for cholesterol clearance (20–22).
Once the free cholesterol or phospholipid
is transferred to apolipo protein A-I 
(apoA-I) or HDL, these lipids can be fur-
ther delivered to the liver for excretion
(30). Liver SR-BI mediates the selective up-
take of cholesterol ester from HDL and
thus promotes the excretion of cholesterol
into bile, which leads to the elimination of
excessive cholesterol (30). Two ABC trans-
porters, ABCG5 and ABCG8, are responsi-
ble for the elimination of cholesterol by
the liver (31). Our data demonstrated that
deletion of GNMT in WT mice or apoE–/–

mice impaired the reverse cholesterol ef-
flux (Figure 4A). Additionally, deletion of
GNMT in apoE–/– mice decreased the ex-
pression of the SR-BI, ABCA1 and ABCG1
without changing the expression of SR-A
and CD36 in mouse aortas (Figure 4B).
Epidemiological investigations suggest
that dysregulation of lipid metabolism in

Figure 4. Deletion of GNMT in apoE –/– mice impairs cholesterol metabolism in aortas and liver. A, The capacity of reverse cholesterol efflux of
WT, GNMT –/–, apoE –/– or apoE –/–GNMT –/– mice. B) Western blot analysis and quantitation of protein levels of SR-A, CD36, SR-BI, ABCA1 and
ABCG1 in aortas of apoE –/– and apoE –/–GNMT –/– mice. C) The hepatic concentrations of cholesterol and triglyceride were assessed by col-
orimetric assay kits. D) Western blot analysis and quantitation of protein expression of SR-BI, ABCG1, ABCG5, ABCG8, ABCA1 in mouse liver. 
α-Tubulin was a loading control. Data are mean ± SEM from 14 mice. *P < 0.05 versus WT mice or apoE –/– mice, #P < 0.05 versus GNMT –/–

mice, &P < 0.05 versus apoE–/– mice.
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liver is an important risk factor for athero-
sclerosis (14,15). More recently, several
lines of evidence show GNMT–/– mice
with fatty liver, liver fibrosis and inflam-
mation and ultimately HCC (11–13). We
further demonstrated that the hepatic ac-
cumulation of lipids including cholesterol
and triglycerides was higher in
apoE–/–GNMT–/– than apoE–/– mice (Fig-
ure 4C). Moreover, the hepatic protein lev-
els of SR-BI, ABCA1 and ABCG1 were de-
creased markedly in apoE–/– GNMT–/– mice
(Figure 4D). As well, the protein levels of
ABCG5 and ABCG8 were significantly re-
duced in the liver of apoE–/– GNMT–/– mice
(see Figure 4D). These results show that
GNMT is a crucial regulator of cholesterol
transport in peripheral tissues and choles-
terol elimination in liver.

Deletion of GNMT Exaggerates 
OxLDL-Induced Lipid Accumulation
and TNF-α-Induced Inflammation in
Macrophages

Because GNMT was upregulated by
oxLDL in macrophages, we speculated

that GNMT is involved in oxLDL-
 induced foam cell formation. As shown
in Figure 5A, oxLDL-induced lipid accu-
mulation was significantly higher in
GNMT –/– than WT macrophages. This in-
crease in intracellular lipid accumulation
in GNMT –/– macrophages also was
shown by an increase in cellular level of
cholesterol but not triglycerides (Fig-
ure 5A). In addition, the TNF-α induc-
tion of proinflammatory mediators such
as IL-6, MCP-1 and MIP-2 were aug-
mented significantly in GNMT –/– macro -
phages (Figures 5B–D). However, dele-
tion of GNMT did not affect the
migratory capacity of macrophages in re-
sponse to the treatment with M-CSF or
oxLDL (data not shown). Because cellu-
lar cholesterol content in macrophage
foam cells is dynamically regulated by
oxLDL uptake and cholesterol efflux via
SRs and RCTs, respectively (17–22), we
examined the role of GNMT in regulat-
ing cholesterol homeostasis and the ex-
pression of SRs and RCTs. Deletion of
GNMT impaired cholesterol efflux with-

out affecting oxLDL binding (Figure 6A).
Moreover, the protein levels of RCTs
such as SR-BI, ABCA1, and ABCG1 were
significantly lower in oxLDL-treated
GNMT –/– than oxLDL-treated WT
macrophages. In contrast, ablation of
GNMT did not affect the protein levels of
SR-A or CD36 after oxLDL treatment
(Figure 6B). Thus, GNMT participates in
the regulation of cholesterol metabolism
and the inflammatory response in re-
sponse to proatherogenic stimuli in
macrophages.

DISCUSSION
GNMT was first identified in the liver

to function as a key regulator in SAM/
SAH metabolism, activation of liver
detoxification and the development of
HCC (2,5,12,13). However, the patho-
physiological role of GNMT in cardio-
vascular diseases such as atherosclerosis
has never been defined. Here we showed
that genetic deletion of GNMT exacer-
bated the dysregulation of cholesterol
metabolism and the inflammatory re-
sponse in the aorta of the hyperlipidemic
mouse model, which led to the progres-
sion of atherosclerosis. In addition, defi-
ciency of GNMT impaired the RCT-
 dependent cholesterol efflux and hence
promoted the cholesterol accumulation
on oxLDL challenge in macrophages.
Consistently, TNF-α-induced production
of proinflammatory cytokines was up-
regulated in GNMT –/– macrophages. The
observations support the novel role of
GNMT in atherosclerosis. Therefore,
GNMT-dependent regulation is crucial
for the modulation of lipid metabolism
and inflammation during atherogenesis.

During the past decade, most re-
searches into GNMT have investigated
its role in tumorigenesis of hepatoma
with the use of GNMT –/– mice. Interest-
ingly, GNMT –/– mice unexpectedly ex-
hibit elevated serum cholesterol level
(11), the most important risk factor for
the initiation and development of early-
stage atherosclerosis. Indeed, we showed
the time-dependent development of
early-stage atheroma in male GNMT –/–

mice (Supplementary Figure S3) and an

Figure 5. Deficiency of GNMT accelerates lipid accumulation in macrophage foam cells.
A) Oil red O and hematoxylin staining of BMDMs from WT and GNMT –/– mice incubated
with or without oxLDL (50 µg/mL) for 24 h. Magnification: 40×. Levels of cholesterol and
triglycerides analyzed by colorimetric assay kits. B) BMDMs from WT and GNMT –/– mice
were treated with vehicle or TNF-α (10 ng/mL) for 24 h. After incubation, cell culture
media was collected and the production of IL-6, MCP-1 and MIP-2 was evaluated by
ELISA. Data are mean ± SEM from 5 independent experiments. *P < 0.05 versus WT 
vehicle-treated group, #P < 0.05 versus WT oxLDL-treated or TNF-α-treated group.
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exacerbation of atherosclerosis in male
apoE –/–GNMT –/– mice compared with
apoE –/– mice. Similar to the observations
in male apoE –/–GNMT –/– mice, genetic
deletion of GNMT in female apoE –/– mice
increased the lesion size of atherosclero-
sis by ~5-fold (Supplementary Figure
S4), suggesting the effect of GNMT defi-
ciency in the development of atheroscle-
rosis may be gender independent. This
finding is in contrast to our previous re-
port that GNMT deficiency displays a
gender- dependent effect on the patho-
genesis of hepatocellular carcinoma (11).
Although the detail mechanism was un-
clear, we thought that the possible expla-
nation for the discrepancy between these
two studies may be due to the different
disease models. Additionally, GNMT ac-
tivation has important consequences for
the metabolism of homocysteine, also a
risk factor for atherosclerosis (32). More
recently, Varela-Rey et al. demonstrated
that deletion of GNMT in mice impaired
liver regeneration because of dysregula-
tion of multiple signaling pathways in-
cluding nuclear factor-κB, signal trans-
ducer and activator of  transcription-3,
eNOS, and iNOS (33), all important regu-

lators of inflammation during the devel-
opment of atherosclerosis. These obser-
vations strongly suggest that GNMT
might have a role in the development of
atherosclerosis other than in SAM/SAH
metabolism and liver  diseases.

We created apoE –/–GNMT –/– mice and
isolated BMDMs from WT and GNMT –/–

mice as our in vivo and in vitro models to
explore the possible involvement of
GNMT and its molecular mechanisms in
atherosclerosis. Our in vivo data showed
exacerbated atherosclerotic lesions in
apoE –/–GNMT –/– mice as compared with
apoE –/– mice, which suggests the critical
role of GNMT in atherogenesis. This no-
tion was further supported by loss of
GNMT, further augmenting the abnor-
malities of lipid metabolism and inflam-
matory response, two key events in the
progression of atherosclerosis, under the
hyperlipidemic condition. Additionally,
apoE –/–GNMT –/– mice exhibited a de-
crease in body weight (BW) and ratio of
white adipose tissue weight to BW as
compared with apoE –/– mice (Supple-
mentary Figure S5). These in vivo find-
ings suggest that GNMT negatively
modulates the dysregulation of lipid

 metabolism and inflammation in apoE –/–

mice.
Similarly, in vitro results suggested that

the increase in lipid accumulation in-
duced by oxLDL was further augmented
in GNMT–/– macrophages because of the
reduced cholesterol efflux. The intracellu-
lar cholesterol homeostasis of foam cells
is tightly regulated by cholesterol uptake
and efflux, and these processes are con-
trolled by SRs and RCTs, respectively
(34). Deficiency of GNMT did not affect
cholesterol uptake on Dil-oxLDL binding
assay or expression of SR-A and CD36,
two key SRs involved in the internaliza-
tion of modified LDL (17–19). In contrast,
GNMT–/– macrophages were defective in
oxLDL-elicited RCT-cholesterol efflux.
 Although the precise mechanism under-
lying the dysfunction in cholesterol efflux
caused by GNMT deletion is poorly un-
derstood, our data showed that increased
foam cell formation by GNMT deletion 
is likely mediated by  reduced RCT-
 mediated cholesterol efflux but not cho-
lesterol uptake in macrophages.

Once free cholesterol or phospholipids
are transferred to HDL or apoA-I, these
lipids can be further delivered to the

Figure 6. Loss of GNMT impairs RCT-dependent cholesterol efflux in macrophages. A) For Dil-oxLDL binding assay, BMDMs from WT and
GNMT –/– mice were incubated with Dil-labeled oxLDL at 4°C for 4 h, then fluorescence was determined. For cholesterol efflux assay, BMDMs
from WT and GNMT –/– mice were treated with or without oxLDL (50 µg/mL) for 12 h and then with NBD-cholesterol for another 6 h. Choles-
terol efflux was defined as the fluorescence in medium from each group. B) BMDMs were treated with or without oxLDL (50 µg/mL) for 24 h.
Western blot analysis and quantitation of the protein expression of SR-A, CD36, SR-BI, ABCA1, and ABCG1. α-Tubulin was a loading control.
Data are mean ± SEM from five independent experiments. *P < 0.05 versus WT nontreated group, #P < 0.05 versus WT oxLDL-treated group.
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liver for excretion by binding to the HDL
receptor SR-BI of hepatocytes (30). Liver
SR-BI mediates the selective uptake of
cholesterol ester from HDL, thus promot-
ing the excretion of cholesterol into bile
via ABCG5 and ABCG8, which leads to
elimination of excessive cholesterol
(30,31). Therefore, we next asked
whether GMNT also affected the choles-
terol elimination and expression of cho-
lesterol transporters such as SR-BI,
ABCG1, ABCG5, ABCG8 and ABCA1 in
liver. Intriguingly, all these transporters
were downregulated in liver tissues of
apoE –/–GNMT –/– mice as compared with
apoE –/– mice, so GNMT may be a crucial
link in reverse cholesterol transport be-
tween the aorta and liver.

Ample evidence indicates that the loss
or impairment of RCT function in human
or experimental animals indeed causes
hyperlipidemia, abnormal inflammatory
response and excessive cholesterol depo-
sition in peripheral tissues, including aor-
tas (35–37). For example, several epidemi-
ological studies demonstrated increased
morbidity and mortality from cardiovas-
cular complications in patients with
Tangier disease, with low levels of
ABCA1 transporter (35,38). Growing evi-
dence also suggests that inflammation
downregulates ABCA1 expression by an
unclear mechanism in vitro and in vivo
(39,40). In addition, the mRNA expres-
sion of GNMT is upregulated in response
to lipopolysaccharide (LPS) in sea cucum-
bers but decreased in mice liver (41,42).
Moreover, treatment with SAM was
found to inhibit LPS-induced TNF-α in-
duction in macrophages (43). Recently,
Liao et al. reported that GNMT deficiency
causes decreased defense to reactive oxy-
gen species (ROS)-induced  oxidative
stress by downregulating anti oxidant
liver genes, including superoxide dismu-
tase (SOD) 1, 2 and 3; catalase; peroxire-
doxin-2, 5 and 6; arginase-1; regucalcin;
glutathione peroxidase 1; and Cu-Zn
SOD. All of these genes have been impli-
cated in ROS production in inflammatory
diseases (44). Nevertheless, whether
GNMT is involved in the regulation of
cholesterol metabolism and inflammation

and its mechanism in the pathogenesis of
Tangier disease or inflammatory diseases
remains for further investigation.

CONCLUSION
Over the past decade, increasing stud-

ies indicated that GNMT expression ex-
tended to organs other than the liver (45).
Notably, we found the expression of
GNMT especially localized in ECs under
the normal condition and its expression
in ECs was decreased under the hyper-
lipidemic condition in mice. Nitric oxide
derived from eNOS activation partici-
pates in various vascular functions, in-
cluding vessel relaxation, antiaggregation
of platelets, and antiinflammation (15).
However, the role of GNMT in the regu-
lation of EC function is poorly under-
stood. Our data showed that phosphory-
lated but not total eNOS was decreased
in level in the aortas of apoE–/–GNMT–/–

mice, which supports the involvement of
GNMT in modulation of eNOS activity.
This result is in agreement with the find-
ing of Varela-Rey et al. that GNMT knock-
out in mice hinders the activation of the
eNOS signaling pathway, thus leading to
impaired liver regeneration (33). There-
fore, GNMT may be involved in regulat-
ing EC dysfunction, thought to be the
earliest event in the development of ath-
erosclerosis (14). Additionally, SR-BI is re-
quired for HDL- or estradiol-mediated
eNOS activation in ECs (46). Our data
further demonstrated that GNMT defi-
ciency resulted in the downregulation of
SR-BI in the mouse aorta and liver.
Whether this decrease in SR-BI expres-
sion is attributed to eNOS inactivation in
GNMT–/– mice needs further investiga-
tion. In summary, this study demon-
strates the novel role of GNMT in regu-
lating lipid metabolism and inflammation
in vitro and in vivo. Our findings suggest
that GNMT may be a valuable therapeu-
tic target for treating or preventing ather-
osclerosis or other inflammatory diseases.
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